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3 <110> APPLICANT: Todderud, C. Gordon 

4 Finger, Joshua N. 

5 Rillema, Jill 

7 <:120> TITLE OF INVENTION: TBA 

9 -:130> FILE REFERENCE: 3053-4114US2 

C--> 11 <140> CURRENT APPLICATION NUMBER: US/10/077 , 111 

C--> 12 <141> CURRENT FILING DATE: 2002-02-15 

14 <150> PRIOR APPLICATION NUMBER: 60/294,181 

15 <151> PRIOR FILING DATE: 2001-05-29 

17 <:150> PRIOR APPLICATION NUMBER: 60/269,366 

18 <151> PRIOR FILING DATE: 2001-02-16 
JO <160> NUMBER OF SEQ ID NOS : 25 

2 2 «:170> SOFTWARE: Patentln Ver. 2.1 

2 4 <210> SEQ ID NO: I 

25 <:211> LENGTH: 1813 

2 6 <:212> TYPE: DNA 

2 7 <2l3> ORGANISM: HUMAN 
29 <400> SEQUENCE : 1 

3u goctgttccc tctgctctgg gtctccgccg gcgcccgccc cgccagcctc acctgcgcgg 6u 

31 cacgtgaccc gcaccgcccg tgggcacctt gaaggcggat cccgcgcgcc cccgctcctg 12o 

32 caggctgttt ttcttcaaat aaagaacatg gtgaaactga ttcacacatt agctgatcat 18i> 

3 3 ggtgacgatg tcaactgctg tgccttctcc ttttccctct tggctacttg ctccttggae 24 0 
34 aaaacaattc gcctgtactc gttacgtgac tttactgaac tqccacattc tccattgaag 300 
3 5 tttcatacct atgctgtcca ctgctgctgt ttctcccctt caggacatat tttggcatcg 3 60 
36 tgttcaacag atggtaccac tgtcctatgg aatactgaaa atggacagat gctggcagtg 42c 

3 7 atggaacagc ctagtggcag ccctgtgagg gtttgccagt tttccccaga ctccacgtgt 4«o 

38 ttggcatcag gggcagctga tggaactgtg gttttgtgga atgcacagto atacaaatta 540 

39 tatagatgtg gtagtgttaa agatggctcc ttggcggcat gtgcattttc tcctaatgga 600 

4 0 agcttcttta tcactggctc ctcatgtggt gatttaacag tgtgggatga taaaatgagg 6t-0 
4 1 tgtctgcatd gtgaaaaagc acatgatctt ggaattacct gctgcgattt ttcttcacag 7 2U 
4 2 ccagtttctg atggagaaca aggtcttcag ttttttcgac tggcatcatg tggtcaggat 7 80 
4 3 tgccaagtca aaatttggat tgtttctttt acccatatct taggttttga attaaaatat 84d 
44 aaaagtacac tgagtgggca ctgtgctcct gttctggctt gtgctttttc ccatgatggg 9M'i 
4 5 cagatgctaq tctcagggtc agtggataag tctgtcatag tatatgatac taatactgag 960 

40 aatatacttc acacattgac tcagcacacc aggtatgtca caacttgtgc ttttgcacct HC0 
4 7 aatacccttt tacttgctac tggttcaatg gacaaaacag tgaacatctg gcaatttgac luH 
4h ctggaaacac tttgccaagc aaggcgcaca gaacatcagc tgaagcaatt taccgaagat 11.4 
49 tggtcagagg aggatgtctc aacatggctt tgtgcacaag atttaaaaga tcttgttggt 120 
5') attttcaaga tgaataacat tgatggaaaa gaactgttga atcttacaaa agaaagtctg 126 

51 gctgatgatt tgaaaattga atctctagga ctgcgtagta aagtgctgag gaaaattgaa 1j2 

52 gagctcagga ccaaggttaa atccctttct tcaggaattc ctgatgaatt tatatgtcca 1380 

53 ataactagag aacttatgaa agatccggtc atcgcatcag atggctattc atatgaaaag 1440 

54 gaagcaatgq aaaattggat cagcaaaaag aaacgtacaa gtcccatgac aaatcttgtt 1500 
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=■5 cttccttcag cggtacttac accaaatagg actctgaaaa tggccatcaa tagatggctg 1560 
gagacac.cc aaaagtaaaa ttgttgatat tgtattattt atattttcag tgatctcatt 620 
^ tgaatoattt ataggtaaat actaatcaga cattattaaa agcaaaacag gaaaaa- gta 630 
S8 aacttcttaa atttagttac ctataaaaat tgtcaatttt cattctttaa aaaacacatg 1740 
'A gacttactat aaaagccttt ttgtactagt gaaaagaatc ttcagctata tagaaataaa 1800 
60 gttatacttt aaaaaaaa 
6 3 -:210> SEQ ID NO: 2 

64 .211:- LENGTH: 476 

65 Ol2> TYPE: PRT 

6 6 -.:213> ORGANISM : HUMAN 
68 --'400'- SEQUENCE: 2 

6 o M ( ,t Val Lys Leu lie His Thr Leu Ala Asp His Gly Asp Asp Val Asn 

70 'l 5 10 

^ .'ys Ala Phe Ser Phe Ser Leu Leu Ala Thr Cys Ser Leu Asp Lys 

7 : < 20 2 5 30 

7 5 Thr lie Arg Leu Tyr Ser Leu ,.rg Asp Phe Thr Glu Leu Pro His Ser 
-6 35 40 

78 Pro Leu Lys Phe His Thr Tyr Ala Val His Cys Cys Cys Phe Ser Pro 
7'3 50 55 60 

81 Ser .317 His lie Leu Ala Ser Cys Ser Thr Asp Gly Thr Thr Val Leu 
8^ 65 " 70 75 

84 dp Asn Thr Glu Asn Gly Gin Met Leu Ala Val Met Glu Gin Pro Ser 

85 85 90 95 

87 Gly Ser Pro Val Arg Val Cys Gin Phe Ser Pro Asp Ser Thr Cys Leu 

88 100 105 110 

CO Ala Ser Gly Ala Ala Asp Gly Thr Val Val Leu Trp Asn Ala b,n Ser 
Ql 115 120 I 25 

03 Tyr Lys Leu Tyr Arg Cys Gly Ser Val Lys Asp Gly Ser Leu Ala Ala 

04 J 130 135 140 

06 evs Ala Phe Ser Pro Asn Gly Ser Phe Phe Val Thr Gly Ser Ser < ys 

07 14S 150 155 lb° 
09 Gly Asp Leu Thr Val Trp Asp Asp Lys Met Arg Cys Leu His Ser Glu 

i a c 170 L/ 75 

100 165 J - 

102 Lys Ala His Asp Leu 

103 ~ 180 

105 Val Ser Asp Gly Glu 

106 195 
108 Gly Gin Asp Cys Gin 
10'- 210 

111 Leu Gly Phe Glu Leu 
1U 225 

114 Pr< i Val Leu Ala Cys 
11:. 245 
1H Glv Ser Val Asp Lys 
11H 260 

120 He Leu His Thr Leu 

121 275 

123 Phe Ala Pro Asn Thr Leu 

124 290 295 300 
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240 
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2 35 


Ser 


Gly 


His 
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Ser 


His 
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Gly 


Gin 


Met 


Leu 


Val 


Ser 








250 










255 




Ser 


Val 


He 


Val 

265 
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Thr 
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Thr 
270 


Glu 
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126 
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Arg 


1J* 7 
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310 
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3 20 


1J'» 
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Trp 
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3 30 










335 
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Trp 


Leu 


Cys 


Ala 


Gin 


As P 
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Val 
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I Le 


1 3 J 
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13 5 
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Met 
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Asn 


lie 
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G 1. y 


Lys 


Glu 


Leu 


Leu 


Asn 


Leu 


Thr 


Lys 


1 Uj 






355 










3 60 










365 








13a 


Glu 


Ser 


Leu 


Ala 


Asp 


Asp 


Leu 


Lys 


He 


Glu 


Ser 


Leu 


G ly 


Leu 


Arg 


Ser 


13M 




370 










375 










380 










141 


Lys 


Val 


Leu 


Arg 


Lys 


He 


Glu 


G lu 


Leu 


Arg 


Thr 


Lys 


Val 


Lys 


Ser 


Leu 


142 


335 










390 










395 










4 00 


144 


Ser 


Ser 


G Ly 


lie 


Pro 


Asp 


Glu 


Phe 


lie 


Cys 


Pro 


I le 


Thr 


Arg 


G 1 a 


Leu 


145. 










4 0 5 










4 10 










415 




147 


Mot 


Lys 


Asp 


Pro 


Val 


lie 


Ala 


Ser 


Asp 


Gly 


Tyr 


Ser 


Tyr 


Glu 


Lys 


GLu 


14 8 








4 20 










4 25 










4 30 






l r »0 


Ala 


Met 


G lu 


Asn 


Trp 


He 
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Lys 


Lys 


Lys 


Arg 


Thr 


Se: 


Pro 


Met 


Thr 


1=31 






4 35 










440 










445 








1 5 3 


Asn 


Leu 


Val 


Leu 


Pro 


Ser 


Ala 


Val 


Leu 


Thr 


Pro 


Asn 


Arg 


Thr 


Leu 


Lys 
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4 50 










455 










460 










1 5 6 


Met 
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He 
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Arg 


Trp 
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G lu 
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157 


465 










470 










475 













160 -:2 10> SEQ ID NO: 3 

161 -;211> LENGTH: 1553 
lh2 -:212> TYPE: DNA 

lh3 -:213> ORGANISM: HUMAN 

165 :400> SEQUENCE: 3 

Ihh gaatteggct ttcacctgcg 

16 7 gutcccgcgc gcccccgctc 

16 8 tgattcacac attagctgat 

16 9 tcttggctae ttgctccttg 
17i.i aactgccaea ttctccattg 
1 T 1 cttcaggaca tattttggca 
17 j aaaatggaca gatgctggca 
H3 agttttcccc agactccacg 

174 ggaatgcaca gtcatacaaa 

1 7 5 catgtgcatt ttctcctaat 

17 6 cagtgtggga tgataaaatg 
1" ectgotgcga tttttcttca 

17 8 gactggcato atgtggtcag 
1"9 tcttaggttt tgaattaaaa 

180 cttgtgcttt ttcccgtgat 

181 tagtatatga tactaatact 

182 tcacaacttg tgcttttgca 
la 3 cagtgaacat ctggcaattt 
1H4 agctgaagca atttaccgaa 

18 5 aagatttaaa agatcttgtt 
1K6 tgaatcttac aaaagaaagt 
ImT 7 gtaaagtgct gaggaaaatt 



cggcacgtga 
ctgcaggctg 
eatggtgacg 
gacaaaacaa 
aagtttcata 
togtgt tcaa 
gtgatggaac 
tgtttggcat 
ttatatagat 
ggaagcttct 
aggtgtctgc 
cagccagttt 
gattgccaag 
t.ataaaagta 
gggcagatgc 
gagaata tac 
ccta ataccc 
gacctggaa a 
gattggtcag 
ggtattttca 
ctggctgatg 
gaagagctca 



cccgcaecgc 
tttttcttca 
atgtcaactg 
ttcgeetgta 
cctatgctgt 
cagatggtac 
agcctagtgg 
caggggcagc 
gtggtagtgt 
ttgtcactgg 
atagtgaaaa 
ctgatggaga 
tcaaaatttg 
cactgagtgg 
tagtctcagg 
ttcacacatt 
ttttacttgc 
cactttgcca 
aggaggatgt 
agatgaataa 
atttgaaaat 
ggaccaaggt 



ccgtgggcac 
aataaagaac 
ctgtgccttc 
ctcgttacgt 
ccactgctgc 
cactgtc c ta 
cagccctgtg 
tgatggaact 
taaagatggc 
etc c tcatgt 
agca catgat 
acaaggtctt 
gattgtttct 
gcactgtgct 
gtcagtggat 
gactcagcac 
tactggttca 
ageaaggege 
ctca acatgg 
cattgatgga 
tga atctcta 
taaatccctt 



ettgaaggeg 
atggtgaaac 
teettttecc 
gactttactg 
tgtttctccc 
tggaatactg 
agggtttgee 
gtggttttgt 
tecttggegg 
ggtgattta a 
cttggaatta 
cagttttttc 
tttacccata 
cctgttctgg 
aagtctgtca 
acca gg tatg 
atggacaaaa 
acagaacatc 
ctttgtgcac 
aaagaactgt 
ggactgcgta 
tcttcaggaa 



6 0 
120 
180 
240 
3 00 

3 6 0 
420 

4 80 
54 0 
6 0 0 

6 6 0 

7 20 
7 80 
84 0 
9 0 0 
9 b 0 
1<»20 
lf)80 
114 0 
120 0 
126 0 
1320 
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188 ttcctgatga atttatatgt ccaataaeta gagaacttat gaaagatccg gtcatcgcat 1380 

189 cagatggcta ttcatatgaa aaggaagcaa tggaaaattg gatcagcaaa aagaaaegta 1440 

190 caagtcccat gacaaatctt gttcttcctt cagcggtact taeaccaaat aggactotga 1500 

191 aaatggccat caatagatgg ctggagaeac accaaaagta aaaagccgaa ttc 1553 

194 <210> SEQ ID NO: 4 

195 vJll> LENGTH: 512 
l'»6 vJ12> TYPE: PRT 

19 7 vJl3> ORGANISM: HUMAN 
199 -:400> SEQUENCE : 4 



2U0 
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Arg 


Leu 


Ser 


Pro 


Ala 


Arg 
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A La 


Val 
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20 6 


G Ln 


He 
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Met 


Val 
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Leu 


He 
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Thr 
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A La 
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H is 
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2 1.)7 






3 5 










4 0 










45 








2(i9 


Asp 


Asp 


Val 


Asn 


Cys 


Cys 


Ala 


Phe 


Ser 


Phe 


Ser 


Leu 


Leu 


A La 


Thr 


Cys 


210 




50 










55 










6 0 










2 12 


Ser 


Leu 


Asp 


Lys 


Thr 


He 


Arg 


Leu 


Tyr 


Ser 


Leu 


Arg 


Asp 


Phe 


Thr 


Glu 


213 


6 5 










7 0 










75 










80 


215 


Leu 


Pro 


His 


Ser 


Pro 


Leu 


Lys 


Phe 


His 


Thr 


Tyr 


Ala 


Val 


His 


Cys 


Cys 


21.6 










85 










90 










9 5 




218 


Cys 


Phe 


Ser 


Pro 


Ser 


Gly 


His 


tie 


Leu 


Ala 


Ser 


Cys 


Ser 


Thr 


Asp 


Gly 


219 








10 0 










105 










110 






221 


Thr 


Thr 


Val 


Leu 


Trp 


Asn 


Thr 


Glu 


Asn 


Gly 


Gin 


Met 


Leu 


Ala 


Val 


Met 


J 2 2 






115 










120 










12 5 
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Glu 


Gin 


Pro 


Ser 


Gly 


Ser 


Pro 


Val 


Arg 


Val 


Cys 


Gin 


Phe 


Ser 


Pro 


Asp 


2 2 f> 




130 










13 5 










14 0 










J 27 


Ser 


Thr 
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Leu 


Ala 


Ser 


Gly 


Ala 


Ala 


Asp 


Gly 


Thr 


Val 


Val 


Leu 


Trp 


228 


14 5 
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2 30 
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Gly 


2 31 
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L7 5 




2 3 3 


Ser 
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Ala 


Ala 
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2 34 
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375 
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■ i ~> i 
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He 
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Gly 
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Le u 
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395 
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Thr 


Lys 
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Ala 


A si' 
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Leu 


Lys 


He 


Glu 


Ser 


Leu 


2 7 f_. 










405 










410 










415 




2^8 


GLy 


Leu 


Arg 


Ser 


Lys 


Val 


Leu 


Arg 


Lys 


He 


Glu 


Glu 


Le u 


Arg 


Thr 


Lys 


2 7 '4 








4 20 










4 25 










430 






28 1. 


Val 


Lys 


Ser 


Leu 


Ser 


Ser 


G 1 y 


11 > 


Pro 


Asp 


Glu 


Phe 


He 


Cys 


Pro 


He 


282 






4 35 










4 4 i 










445 








284 


rhr 


Arq 


Glu 


Leu 


Met 


Lys 


Asp 


P r j 


Val 


lie 


Ala 


Ser 


Asp 


Gly 


Tyr 


Ser 


28 5 




4 50 










455 










4 60 










287 


ryr 


Glu 


Lys 


Glu 


Ala 


Met 


Glu 


Asn 


T rp 


1 le 


Ser 


L y s 


Lys 


Lys 


Arg 


Thr 


288 


465 










470 










4 75 










4 80 


2 9 i") 


Ser 


Pro 


Met 


Thr 


Asn 


Leu 


Val 


Leu 


P ro 


Se r 


Ala 


Va 1 


Leu 


Thr 


Pro 


Asn 
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435 










490 










495 




2 9 3 


Arg 


Thr 


Leu 


Lys 


Met 


Ala 


He 


Asn 


A rg 


Trp 


Leu 


Glu 


Tnr 


His 


Gin 
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2 94 








500 










50 5 










510 







3»'J :210 • SEQ ID NO: 5 

3D L :21 I ■ LENGTH : 6 30 

30 J :H2 • TYPE: DNA 

303 -:21H ORGANISM: HUMAN 

30 5 -;2 2 0 - FEATURE: 

306 -;22 } • OTHER INFORMATION: 6 30 bp partial nucleic acid sequence of human 
3Q7 RET 16 cDNA 

309 :4 00 - SEQUENCE: 5 

31c ucaetgagtg ggcactgtgc tcctgttctg gcttgtgctt tttcccatga tgggcagatg 6u 

311 ctagtctcug ggtcagtgga taagtctgtc atagtatatg atactaatac tgagaatata 120 

312 ettiMcacut tgactcagca caccaggtat gtcacaactt gtgcttttgc acctaatacc 180 

313 ettttacttg ctactggttc aatggacaaa acagtgaaca tctggcaatt tgacctggaa 24 0 

314 aeaotttgcc aagcaaggcg cacagaacat cagctgaagc aatttaccga agattggtca 300 

315 aaggaggatg tctcaacatg gctttgtgca caagatttaa aagatcttgt tggtattttc 3b 0 

316 dagatgaata acattgutgg aaaagaactg ttgaatctta caaaagaaag tctggctgat 420 

317 uatttgaaaa ttgaatctct aggactgcgt agtaaagtgc tgaggaaaat tgaagagctc 4 80 

318 aggaccaagg ttaaatccct ttcttcagga attcctgatg aatttatatg tccaataact 54 0 

319 aga<f«iactta tgaaagatcc ggtcatcgca tcagatggct attcatatga aaaggaagca 600 
32(i atggaaaatt ggatcagcaa aaagaaacgt 6 30 

323 -:210> SEQ ID NO: 6 

324 Oil'* LENGTH: 1901 

325 -:212- TYPE: DNA 

32h H13:- ORGANISM. MOUSE 

328 -:40O> SEQUENCE. 6 

32 c "-* ttactttgtg tgaggaacat ggtgaggttg attcacacgc tggctgatca cggggatgac 60 
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VERIFICATION SUMMARY DATE: 03/04/2002 

PATENT APPLICATION: US/10/07 7,111 TIME: 14:52:08 

Input Set : A:\30 5 34111.app 

Output Set: N:\CRF3\03042002\J077111.raw 

L:ll M:270 C: Current Application Number differs, Replaced Application Number 
L:12 M:271 C: Current Filing Date differs, Replaced Current Filing Date 
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